
References of Lycopodium  L.                                  Genus ID : P-001.004 

1.Bainard J, Henry T, Bainard L, Newmaster  S   .2001`.DNA content variation in monilophytes and 

lycophytes: large genomes that are not endopolyploid. Chromosome Research .19.763-775. 

2.Ghatak J .1965.Some evidences of cytological evolution in LycopodiumL.s.l.Nucleus... 

3.Hanson L, Leitch IJ   .2002.DNA amounts for five pteridophyte species fill phylogenetic gaps in C-value 

data. .Botanical Journal of the Linnean Society .140.169-173. 

4.Love A,  Love D .1976.In IOPB chromosome number reports LIII..Taxon .25.483–500.. 

5.Manton, I  .1950.Problems of cytology and evolution in the Pteridophyta. .Cambridge University Press, 

Cambridge... 

6.Mehra PN,  Verma SC .1957a .Cytology of Lycopodium. .Current Science .26.55-56. 

7.Ninan CA .1958.Studies on the cytology and phylogeny of Pterodophytes II Observations on the 

genusLycopodium. .Proceedings National Institute of Science India .24.54-66. 

8.Øllgaard  B.1987.A revised classification of the Lycopodiaceae s. lat.Opera Botanica .92.153–178. 

9.Sorsa V.1961.Chromosome studies in Finnish Pteridophyta II. .Hereditas.47.480-488. 

10.Sorsa V .1962.CromosomenzahlenfinnischerKormophyta I.. Ann. Acad. Scient. Fennicae, ser. A, IV 

Biologica n..58.1-14. 

11.Sorsa, V.1963.Chromosome studies in Finnish Pteridophyta. III. .Hereditas.49.337-344.. 

12.Takamiya, M.1989.Cytological and ecological studies on the speciation of Lycopodium clavatum L. in 

the Japanese archipelago..J. Sci. Hiroshima Univ,Ser. B, Div. 2, Bot. .22.353–430. 

13.Takamiya  M.1992.Karyomorphology of the genus Lycopodiumsensustricto and relationships among 

species..Botanical Magzine (Tokyo) .105.573–588.. 

14.Tsai J L,   Shieh WC .1987.Cytotaxonomic studies on the Lycopodiaceae in Taiwan. .J. Sci. Engin. 

.24.  49–58.. 

15.Walker TG  .1966.A cytotaxonomic survey of the Pteridophytes of Jamaica. .Transactions of Royal 

Society of Edinburg .69. 169-237 . 

16.Wikstrom N, Kenrick P .2000.Relationship of Lycopodium and Lycopodiella based on combined 

plastid rbcL gene and trnL intron sequence data..Systematic Botany .25.   495-510. 


